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JEER1] |G|GIG|T|TITIC[TIT[C[T[A[T[C[T[T[CIG JEEZ1| |AIAICIA[CIC[T]A
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o808 1| |G| C[G[ClA[A[TITIAIAICITITICIAITIC A Observmg nucleotide sequences in the
SBR[ T T T [ data shows that there exists intraspecific
mmrr: T L LI T T T T T T It Vvariationon 8" 506" 530" position an exclusive
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o R O O O T T S O R only.
mz Conclusion:
e It is concluded from the present study
ml AAGCCGAdTIGdAgdaTdTc that the Single Nucleotide Polymorphism exist
el T T T T T T Tt++++++ in this species at various levels in the gene,
e[| 1 T T T T T T T T 1t suggesting that morphological taxonomy and
p TT1 moleculartaxonomy are not acting parallel. Thus
» JEBA1| |AAITIAICAAIAIJAIC T CTTIGT| there are no significant mutations in both
JERu1 L] [T species which vary according to species and
JEEA speciation mechanism.
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mm constant of the mixed ligand
es of zinc(l1) ion withantibacterial
etracycl hydrochloride as primary
eightaminoacidsglycine, DL-alanine,
utamic acid, DL-isoleucine, DL-methionine,
enyl alanine, DL-serine and DL-valine as
ligands were determined pH
in 20%(v/v) ethanal-water medium at
f__vhn ionic strength of 0.1 M NaClO,
e tion of complex species has been
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ussed in terms of various relative stability
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